À , the oxazolyl ring is disordered over two orientations in a 0.536 (15):0.464 (15) ratio, both of which approximate to envelopes with the N atom as the flap in each case. The cation and anion are linked by a charge-assisted N-HÁ Á ÁCl hydrogen bond. In the extended structure, C-HÁ Á ÁN, C-HÁ Á ÁO and C-HÁ Á ÁCl interactions link the components into a three-dimensional network.
2-Methyl-3-(3-methylisoxazol-5-yl)-4-oxo-4H-pyrido [1,2-a] In the title molecular salt, C 13 H 12 N 3 O 2 + ÁCl À , the oxazolyl ring is disordered over two orientations in a 0.536 (15):0.464 (15) ratio, both of which approximate to envelopes with the N atom as the flap in each case. The cation and anion are linked by a charge-assisted N-HÁ Á ÁCl hydrogen bond. In the extended structure, C-HÁ Á ÁN, C-HÁ Á ÁO and C-HÁ Á ÁCl interactions link the components into a three-dimensional network.
Structure description
Pyridopyrimidine compounds have found use as antimalarial agents (Mane et al., 2014) , anti-allergic agents (Awouters et al., 1986) and urease inhibitors (Rauf et al., 2012) . The isoxazole nucleus is known to exhibit anticancer (Han et al., 2002) , anti-HIV (Deng et al., 2006) and fungicide (Raffa et al., 1999) activities. The present work reporting the synthesis and structure of the title molecular salt (Fig. 1) is a continuation of our work on pyridopyrimidine derivatives (Djerrari et al., 2002) .
The bicyclic core of the cation is slightly folded along the C5-N1 axis by 1.07 (14) . In the oxazolyl substituent, the oxygen and nitrogen atoms and the C-CH 3 grouping are disordered over two sets of sites, which represent the two possible envelope conformations of the five-membered ring (flap atom = N). The cation and anion are strongly associated through the N2-H2AÁ Á ÁCl1 hydrogen bond (Table 1 and Fig. 1 ). In the extended structure, the ion pairs are arranged in rows running along the a-axis direction with weak, bifurcated C13A-H13AÁ Á ÁO2A i and C13A-H13AÁ Á ÁN3A i [symmetry code: 
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . In the pendant oxazolyl substituent, all atoms except C10 and C11 are disordered over two sets of sites in a 0.536 (15):0.464 (15) ratio. The two components of the disorder were refined with restraints that their geometries be comparable. Computer programs: APEX3 and SAINT (Bruker, 2016) , CELL_NOW (Sheldrick, 2008a) and SHELXT (Sheldrick, 2015a) , SHELXL2014 (Sheldrick, 2015b) , DIAMOND (Brandenburg & Putz, 2012) and SHELXTL (Sheldrick, 2008b) . Table 1 Hydrogen-bond geometry (Å , ). 
Figure 2 Packing viewed along the a axis. N-HÁ Á ÁCl and C-HÁ Á ÁO hydrogen bonds are shown, respectively, as blue and black dotted lines.
Figure 1
The title molecule with the atom-labelling scheme and 25% probability ellipsoids. The N-HÁ Á ÁCl hydrogen bond is shown as a dotted line. Only the major component of the disorder in the oxazolyl substituent is shown. 
Special details
Experimental. The diffraction data were obtained from 3 sets of 400 frames, each of width 0.5° in ω, colllected at φ = 0.00, 90.00 and 180.00° and 2 sets of 800 frames, each of width 0.45° in φ, collected at ω = -30.00 and 210.00°. The scan time was 20 sec/frame. Analysis of 1600 reflections having I/σ(I) > 12 and chosen from the full data set with CELL_NOW (Sheldrick, 2008a) showed the crystal to belong to the monoclinic system and to be twinned by a 180° rotation about the c* axis. The raw data were processed using the multi-component version of SAINT under control of the two-component orientation file generated by CELL_NOW. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. The methyl oxazole moiety is disordered over two partially resolved sites with the disorder mainly involving alternate conformations of the heteroatom prtion of the ring. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

